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Introduction: GATA3 gene, at 10p14, a member of the GATA family with two GATA-type zinc-fingers, encodes the tran-
scription factors GATA - binding protein 3 (GATA3), critical for the luminal breast epithelium development and main-
tenance. The GATA3 protein is a linear one, with more than 400 aminoacids, that can be recognized by immunohisto-
chemical analysis. Mutations of the GATA3 and loss of the expression of its related protein are implicated in breast cancer 
development and aggressiveness. As the most frequent transcription factor in luminal tumor cells, GATA3 became an 
important marker of mammary differentiation in neoplasias of unknown origin, better than mammaglobin and gross 
cystic disease fluid protein (GCDFP). Objectives: In this study, we aimed at assessing pathological and immunohisto-
chemical variables and their association with GATA3 expression, adding bases for breast carcinogenesis comprehension 
and BC (Breast Cancer) precision therapy. Methods: GATA3 was analyzed by immunohistochemistry in whole histologi-
cal sections of tumors from 105 female patients with histological diagnosis of invasive breast carcinoma and at clinical 
stages I, II and IIIA, who underwent primary surgical treatment (protocol approval number: 1,604,792). GATA3 nuclear 
expression was determined in percentage of tumor cells and categorized as preserved (positive expression in more than 
95% of cells) or reduced (negative or expression in up to 95% of tumor cells). GATA3 expression was analyzed according to 
patient’s age, tumor and node pathological stage, histological type, histological and nuclear grade, lymphovascular inva-
sion, estrogen receptor, progesterone receptor, androgen receptor, HER2 status, and Ki-67. Results: GATA3 expression was 
detected in 103/105 (98.1%) cases. Reduced expression was associated with higher histological and nuclear grade, negative 
hormonal receptors, HER2-positive and higher proliferative activity according to Ki-67 expression. Triple negative breast 
carcinomas (TNBC) and ER-negative/HER2-positive presented the highest frequency of GATA3 reduction (75%) compared 
to ER-positive/HER2-negative (4.1%) and ER-positive/HER2-positive (20%). Proliferative activity in TNBC tended to be 
higher among tumors with GATA3 reduced, irrespective of androgen receptor expression. In the group of ER-positive/
HER2-negative tumors only 3 cases presented GATA3 reduction, all of them with high proliferative activity. Conclusions: 
GATA3 expression is present in almost all cases of early breast cancer. Reduction in its expression is associated with 
adverse prognostic factors and higher proliferative activity in all subtypes, including ER-positive/HER2-negative tumors. 


